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Design of Total Anti-Vegf Assay Provides Simple Data Interpretation of Anti-Vegf Therapeutic Study
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Table 2. VEGF Sequestration in Clinical Serum Samples, pg/mL

Conclusions
The total VEGF assay revealed interfering

Results VEGF Sequestration

Assay Range

Purpose

Vascular Endothelial Growth Factor (VEGF) is an angiogenic factor associated with an array of

Table 1. VEGF Recovery vs. Anti-VEGF Drug Concentration
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tolerance for the drug in serum in acid treated samples. Both endogenous VEGF and spiked
recombinant VEGF serum samples displayed the same behavior for drug folerance, shown in
Figure 2.

with a Trisbased solution containing a vast molar excess of biotinylated anti-VEGF antibody.

Although this approach has its limitations in
drug folerance, it minimizes the impact of sample
processing and dilution on the assay bias and
sensitivity, allows for detection and quantitation
of samples through disease progression and

The samples were transferred after incubation to a streptavidincoated plate and allowed to
bind for one hour. After a wash, a SULFO-tagged anti-VEGF antibody was added to label
captured VEGF and ECL detection on the MSD platform was performed.

Table 3. IgG-Bound
VEGF Samples

Figure 2. VEGF Recovery vs. Anti-VEGF Drug Concentration
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Total Clinical Sample Testing

Figure 3 shows the total VEGF results in all clinical samples tested. The acid-treated samples
ranged in concentration from ~100 pg/mL to >10,000 pg/mL VEGF, and the diluent treated
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Table 4. Total and Inhibited VEGF in Clinical Samples

VEGF Scavenger
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